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Percentage of susceptible Organisms Isolated From Sputum specimen, Jan - Dec 2019
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Number Tested (n)
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Acinetobacter calcoaceticus-baumannii complex 218 R R - 4 a6 R 37 %8 80 45
(200) (191) | (203) (79) (195) (60) (204) (202) (202) (195)
Burkholderia pseudomallei 69 7 100 20
- (69) (8) (68)
73 74 99 100 86 100 91 87
Enterobacter spp.
PP 86 R ["is5) 86) | (86) R | 9 (82) (86) (86) | (81) (84)
2 49 a0 |2 88 97 97 | 100 100 73
® | Escherichia coli 100
ac'f (92) (93) | (94) (92) (88) (87) (3) (94) (94) (93) (94)
€ | Haemophilus influenzae 78 99 o7 100 a3
= (74) (75) (76) (76)
Klebsiella pneumoniae 201 R e [ [ er | es | g0 | 94 o5 | o2 |INNGENN 99 %0
(400) | (378) (389) (399) | (400) (393) | (378) (370) | (13) (400) (398) (393) (397)
89 89 89 88 80 20 94 89
Pseudomonas aeruginosa
9 238 R R (233) R R (235) (56) (219) (5) (238) (235) (232) R
Stenotrophomonas maltophilia 52 R R R R R R R R R R R (zz)
76 98 74 100
Enterococcus faecalis
us faecali a3 |2 R|R|R|R|R R | R | | g | R R
964 98 94 94 100
Staphyl.
g aphylococcus aureus 217 (211) (211) (211) (215) (214)
‘G d
g MRSA? 8 0 100¢ 25 13 100
£ (8) (8) (8) (8) (8) (8)
o 100d 100 97 97 100
© MSSA 209
(203) (203) (203) (207) (206)
b (4
Streptococcus pneumoniae 107 o7 95 100
(107) (81) (98) (101) (106) (104)

a = Calculated fewer than the standard recommendation of 30 isolates , b = Interprete according to oxacillin susceptibility test and MIC Penicillin, c = MIC Interpretive Criteria , d = Interprete according to cefoxitin susceptibility test, R= Intrinsic resistant, WT= Wild type

Percentage of susceptible Organisms Isolated From Urine specimen, Jan - Dec 2019

Percent Susceptible (%)
Number Tested (n)
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Escherichia coli 449 86 97 90 97 100WT 36 44 100 - 40
o (434) | (430) (30) (417) (5) (a44) 406 (a46) (434) (443)
2 wT
% | Klebsiella pneumoniae 133 7 82 82 32 3 92 72 a2
2 (123) | (127) (124) (13) (131) | (112) (131) 130 (130)
[ =
€ | Proteus mirabilis 43 %3 %8 R 28 100 47
= (42) (43) (43) (41) (43) (43) (43) (43) (43)
Pseudomonas aeruginosa 43 R R 80 R R 76 79 - 2 86 28 R
(41) (41) (38) (4) (42) (42) (41)
- 92 37 48 98
Enterococcus faecalis 326
:2: f (325) | (324) R R R R R (299) R R (322) (325) R R
3 . 4 7 7 74 93
Enterococcus faecium 125
2’ f (124) | (123) R R R R R (116) R R (125) (125) R R
(0]
- d
O | Staphylococcus aureus 42 32 100 109 28
(39) (40) (8) (a1)

d = Interprete according to cefoxitin susceptibility test, R= Intrinsic resistant, WT= Wild type

Percentage of susceptible Organisms Isolated From Nosocromial infection, Jan - Dec 2019

Percent Susceptible (%)
Number Tested (n)
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Acinetobacter calcoaceticus-baumannii complex” 19 R R 87 . 80 R - — — - - 80 86
(15) (14) (15) (5) (15) (3) (15) (15) (15) (14)
100 85 92 100 - 100 92 100 92 92
Enterobacter spp.° 13 R R R R
(11) (2) (11) (13) (13) (12) (13)
Escherichia coli 41 35 109 52 9 43 38 2 36
o (40) (3) (36) (41) (14) (40) (38) (39)
"E Klebsiella pneumoniae 40 - 88 - 10022 - — -
3 399 | ® | 60| © [ 9] © (38) (38) | (38) |
£ | Klebsiella spp.” 3 - - - -
G (3) (1) (1) (3) (3) (3) (3)
Proteus mirabilis® 6 100 109 83 109 80 83
(6) (6) (5) (6) (6) (6) (6) (6) (5) (6) (6) (6) (5) (6)
91 91 100 97 97 100 94
Pseudomonas aeruginosa 33 R R R R R R
(33) (33) (7) (32) (33) (33) (33)
Stenotrophomonas maltophilia® 5 R R R R R R R R R R R 1(:;)
45 83 45 100
Ent li 30
nterococcus faecalis (29) (30) R R R R R R R (29) (30) R R
0 0 100 100
Enterococcus faecium® 16
: us faeciu .l R|R|R|R|R R R | o | R R
£ 100
2 | Enterococcus spp.° 5 20 40 80
£ (5) (5) (5) 5)
4 100°
© Staphylococcus aureus® 10 100¢ - 89 8 -
(10) (10) (1) (10) (10) (10)
100
Streptococcus pneumoniae® 2 100° H 100 H 0
(2) (2) (2) (2) (2) (1)

a = Calculated fewer than the standard recommendation of 30 isolates , b = Interprete according to oxacillin susceptibility test and MIC and MIC Penicillin, c = MIC Interpretive Criteria , d = Interprete according to cefoxitin susceptibility test, R= Intrinsic resistant, WT= Wild type



Percentage of susceptible Organisms Isolated From All specimen, Jan - Dec 2019

Percent Susceptible (%)
Number Tested (n)
Poly . . . Glyco .
% Beta-Lactams Carbapenems myxin Quinolones Aminoglycosides peptides Miscellaneous
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Acinetobacter calcoaceticus-baumannii complex 355 R R - 12 - R -
(324) (303) (334) (324)
36 (] 32 33
(icu) 47 R R 47 (45) 47 R 45
. ﬂ 12 * *
(Inpatient) 272 R R (262) (246) (272) R (116) (259) (90) (271) (271) (270) (263)
. a 74 29 83 78 82 100 83 91 77 70
(Outpatient) 23 R R (23) (21) (23) R (18) (22) (10) (23) (22) (22) (23)
Aeromonas s 30 88 81 89 46 81 100 93 89 86
Pp- (26) (27) (28) (26) (27) (27) (30) (27) (29)
Burkholderia pseudomallei 338 93¢ 96 96 o1t
(153) (337) (108) (334)
74 96 83 98 70WT 79 100 88 80
Enterobacter spp. 215 R (214) R (199) (42) (202) (20) (212) (213) (207) (211)
L , , 16 90 97 9 98 9gwWT 49 45 100 70 45
Escherichia coli (all isolates) 1197 (1169) (1164) | (1164) | (aa5) | (1094) | (3270 | (1186) | (362) (1173) (1161) (1181)
(Urine-Inpatient) 405 12 86 96 97 100WT 36 44 100 40
P (397) (393) (387) (373) (5) (402) (369) @03) | (394) | (400)
88 96 96 100WT 24 39 100 48
Urine-Outpatient 51
( P ) (48) (50) (50) (1) (49) (44) (50) (47) (50)
I , 98 99 41
¢ Haemophilus influenzae (all isolates) 88 (85) (86) (85)
=] 100 92 46
© - a
q":," (age 0-5 years old) 13 (13) (13) (13)
99 100 41
g (age >5 years old) 73 70) 71) (70)
o , , . 85 93 84 94 96WT 98 88
Klebsiella pneumoniae (all isolates) 777 (749) (7a) (183) (721) (127) 772) | (03) | (769) (761) —
(Icv) 75 78 85 87 8gwr 97 81
(74) (72) (68) ® | o | @® | @) (72)
(Inpatient) 635 R 86 93 84 94 96WT 98 88
P (628) (544) (528) (535) (628) (632) (610) (607) (145) (591) (102) (631) (88) (629) (622) (627)
. 95 70 83 86 88 99 97 99 100WT 70 100 90 75
(Outpatient) 83 R (75) (61) (83) (83) (82) (81) (30) (77) (22) (83) (83) (82) (83)
Klebsiella s 58 4 87 39 74 74 74 95 96 72 100 95 74
Pp- (56) (56) (47) (49) (49) (57) (57) (54) (55) (52) (57) (57) (57) (57)
.. 97 17 87 91 71 100 100 74 100 89 77
Morganella morganii 47 R R (39) R (a1) (47) (a7) (as) (aa) (a) (47) (a6) (as) a7
— ” e e - . 5T o 5 2 Soom| =1 e ]
(115) (116) (81) (112) (111) (116) (116) (113) (116) (109) (116) (117) (114) (117)
, 88 88 77 87 73 89 93 88
Pseudomonas aeruginosa 401 R R ) R R 5% R i) e (26) ) (397) % R
47 100 9 95 47 86
Salmonella spp. 37 (36) 21) 23) 22) - =
75 * *
Shigella spp.® 4
'ge™a P (@) (2) (4)
Stenotrophomonas maltophilia 73 R R R R R R R (32)
Enterococcus faecalis 450 - 92 - - - R
(437) (447) (295) (a41) (448)
, 9 12 7 75 93
Enterococcus faecium 156 (152) (153) (116) (154) (156) R
98
Enterococcus spp. 66 (65) (63) (65)
, 95¢ 86 98 100¢ 90 89 99
Staphylococcus aureus (all isolates) 647 o T 0 s i el =0
76 100¢ 18 7 93
MRSA 30
( ) (30) (6) (30) (30) (30) (30) (30)
100¢ 100 99 100¢ 94 93 99
(MSSA) 617 (596) (16) (601) (99) (577) (590) (610)
95¢ 100 97 92 89 100
ICU 66
(icu) (63) (1) (65) (63) (63) (66)
° . 95¢ 86 98 100¢ 90 90 100
2 (Inpatient) >01 (486) (21) (488) (99) (463) (474) (494)
8 . 954 100 97
E. (Outpatient) 103 o ) (99)
S , 48d 78 77 100¢
O | Staphylococcus Coagulase-Negative (All) 654 — (41) (631) (396)
] 78 78 100¢
Staphylococcus Coagulase-negative (Blood) 562 (423] i (540} (385) (552) (559) =
. 100 100 100 82 82
Streptococcus agalactiae (Strep. group B) 111 (106) (89) (32) (88) (04)
98 100 100 98
Streptococcus pyogenes (Strep. group A) 68 (66) (61) (62) (64)
. . 97 98 86 83
Beta-hemolytic group Streptococci 63 (62) (60) (51) (52)
, , 96" 96¢ 100
Streptococcus pneumoniae (all isolates) 151 (150) (114) (126)
90b 100¢ 100
age 0-5 years old)® 10
(age 0-5y: ) (10) (5) (8)
96" 97¢ 100
(age >5 years old) 137 (136) (105) (114)

a = Calculated fewer than the standard recommendation of 30 isolates , b = Interprete according to oxacillin susceptibility test and MIC Penicillin, c = MIC Interpretive Criteria, d = Interprete according to cefoxitin susceptibility test, R= Intrinsic resistant, WT= Wild type

Percentage of susceptible Organisms Isolated From Blood specimen, Jan - Dec 2019

Percent Susceptible (%)
Number Tested (n)
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, . . 80 80 82 97 92 80 [ e |
Acinetobacter calcoaceticus-baumannii complex 50 R R (49) (49) R (49) (33) (49) (49) (49)
B 94 Y 100 e s 100 94 82 94
Aeromonas spp. 18 (16) (17) (18) (16) (18) (17) (18) (17) (17)
. . 93¢ 96¢ 96¢ 92¢
Burkholderia pseudomallei 259 (132) (258) (101) (257)
97 [ 62 | 70 76 97 82 100 80 100 83 86
o | Enterobacter spp. 37 R R (36) R (13) (37) (37) R (36) (28) (35) (18) 35 (36) (36) (37)
= Escherichia coli sa1 20 73 94 74 73 83 93 98 97 99 9qwT 100 73 45
& | Cecherichia coll (535) | (532) | (492) (222) 537) | (sa1) (531) | (s41) | (389) | (a93) | (317) (540) 527) | (537) (539)
2 Klebsiell . 172 R 85 90 86 87 87 87 97 94 97 97w 78 99 9% 86
£ eébsiella pneumoniae (169) 163 (70) (171) (172) (166) (171) (117) (159) (98) (171) (170) 170 (171)
g 76¢ 73¢ 73¢ 76¢ 89¢ 70¢
Nonfermentative Gram-Negative Bacteria 77
(15) (76) (15) (15) (29) (28) (28) (76)
Proteus mirabilis ? 18 I s 88 92 94 100 81 94 88 R 94 100 88 94
(17) (16) (16) (13) (17) (17) (16) (17) (16) (17) (17) (16) (17)
. a 71 79 43 73 75 72 81 79
Pseudomonas aeruginosa 29 R R (28) R R (29) R (23) (26) (16) (29) 27) (29) R
o 45 95 95 77w a7 82
Salmonella spp. 22 (22) 22) (21) (13) (19) (22)
. 93 100
Enterococcus faecalis ° 28 (28) R R R R R R R ? (28) R R
Enterococcus faecium ® 6 (6) R R R R R R R 1((5);) 1(2;3 R R
96¢ 86 98 100¢ 90 89 98
Staphylococcus aureus 142 (134) e T (103) (141) (142) (142)
a 0d 100¢ 33 17 83
(MRSA) 6 (6) (6) (6) (6) © | © | @
o 100¢ 100 99 100¢
:E (MSSA) 136 128 (16) (134) (97)
(7]
o . 22 100 78 78 100¢
;. Staphylococcus Coagulase negative 562 (a1) 31) (423) (a1) 540 (385)
© 23 100 0d 74 99¢
& | (MRCNS) 208 | (35 (25) (208) 35) (202) (150)
17 100 100¢ 100 88 100¢
(MSCNS) 354 (6) (6) (215) (6) (338) (235) (350) (351) (348)
. 100 100 83 85
Streptococcus agalactiae 49 (47) (19) (48) (48)
. 95b 100°< | 100 100 88 ss |
Streptococcus pneumoniae 45 (44) (8) (36) (29) (34) (34) (29)
Strept B 28 100 100 100 100 100 100
reptococcus pyogenes (28) @) (23) (5) (25) (26)

a = Calculated fewer than the standard recommendation of 30 isolates , b = Interprete according to oxacillin susceptibility test and MIC Penicillin, c = MIC Interpretive Criteria , d = Interprete according to cefoxitin susceptibility test, R= Intrinsic resistant, WT= Wild type

Percentage of susceptible Organisms Isolated From Rectal swab, Jan - Dec 2019

Percent Susceptible (%)
" Number Tested (n)
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100 100 100
Aeromonas spp.° 2
pp 2 | (1) (2)
0 100 100
Plesiomonas shigelloides® 2
9 (1) (2 | () (2)
100 100 e
Shigella sonnei® 2
9 (2) (2) (2)
13 100 83 100 | 100
. . . a 16
Vibrio parahaemolyticus (16) (14) | (12) 1s) | ()
100 100 100
Vibrio spp.°© 2
PP (2) (2) (2)
100 93
Salmonella spp.°® 14
PP (13) (10) | (4) (14)

a = Calculated fewer than the standard recommendation of 30 isolates, R= Intrinsis resistant
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